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IGHV1-69*04_C184T- Final 3 nucleotides as a triplet
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IGHV3-30-3*01_A152G- Final 3 nucleotides as a triplet
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IGHV1-2*04

42 sequences assigned

35 (83.3%) exact matches, in which:
35 unique CDR3

4 unique J
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Nucleotide Difference
IGHV1-2*06
106 sequences assigned
86 (81.1%) exact matches, in which:
86 unique CDR3
5 unique J
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Nucleotide Difference
IGHV1-3*01
96 sequences assigned
80 (83.3%) exact matches, in which:
80 unique CDR3
5 unique J
80 1
60 1
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5
o 40 N
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201
0 - —
0.0 2.5 5.0 75 10.0

Nucleotide Difference

Count

Count

Count

IGHV1-8*01

64 sequences assigned

55 (85.9%) exact matches, in which:
55 unique CDR3

5 unique J

0 1 2
Nucleotide Difference

IGHV1-18*01

180 sequences assigned
154 (85.6%) exact matches, in which:
154 unique CDR3

4 unique J
150 1
100 A
50 -
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0 2 4 6
Nucleotide Difference
IGHV1-24*01

31 sequences assigned

25 (80.6%) exact matches, in which:
25 unique CDR3

5 unique J
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Nucleotide Difference
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Count

Count

IGHV1-46*01

54 sequences assigned
42 (77.8%) exact matches, in which:
42 unique CDR3

4 unique J
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Nucleotide Difference

IGHV1-46*03

52 sequences assigned

46 (88.5%) exact matches, in which:
46 unique CDR3

6 unique J

0 1 2
Nucleotide Difference

IGHV1-58*02

15 sequences assigned

15 (100%) exact matches, in which:
15 unique CDR3

3 unique J
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Count

IGHV1-69-2*01

25 sequences assigned
21 (84%) exact matches, in which:
21 unique CDR3

IGHV1-69*08

32 sequences assigned
No exact matches.
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Nucleotide Difference Nucleotide Difference
IGHV1-69*02 IGHV1-69*04_C184T
57 sequences assigned 121 sequences assigned
48 (84.2%) exact matches, in which: 108 (89.3%) exact matches, in which:
47 unique CDR3 108 unique CDR3
5 unique J 4 unique J
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40 90 1
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Nucleotide Difference Nucleotide Difference
IGHV1-69*04 IGHV2-5*02

96 sequences assigned

87 (90.6%) exact matches, in which:
87 unique CDR3

6 unique J

102 sequences assigned

85 (83.3%) exact matches, in which:
85 unique CDR3

6 unique J

0 1 2 0 1 2 3
Nucleotide Difference Nucleotide Difference

IGHV2-26*01

46 sequences assigned

37 (80.4%) exact matches, in which:
37 unique CDR3

5 unique J

Count

0 1 2 3
Nucleotide Difference

IGHV2-70*15

9 sequences assigned
9 (100%) exact matches, in which:
9 unique CDR3

3 unique J
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IGHV2-70D*04
1 sequences assigned
No exact matches.
1.00 1
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Count

Count

IGHV3-7*01 IGHV3-11*01 IGHV3-13*05

80 sequences assigned 67 sequences assigned 6 sequr—énces assigned .
52 (65%) exact matches, in which: 39 (58.2%) exact matches, in which: 5 (83.3%) exact matches, in which:
52 unique CDR3 39 unique CDR3 4 unique CDR3
6 unique J 5 unique J 2 unique J
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IGHV3-7*03 IGHV3-11*06 IGHV3-15*01
75 sequences assigned 61 sequences assigned i
gg Ej?n?di"g))cegggt matches, in which: 18 Eﬁ]SidElifg))CeS(S%t matches, in which: igg ??g.%(‘?/g)cgiaistsr;?:tiﬂES, in which:
5 unique J 5 unique J ézusnilarxgu\]e CDR3
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— *
IGHV3-9*01 IGHV3-13*01 IGHV3-20*01
i 23 sequences assigned 8 sequences assigned
igé ??A?Lﬁ/g)cgiaistsr:?:tiﬂes in which: 18 (78.3%) exact matches, in which: 5 (62.5%) exact matches, in which:
186 unique CDR3 ’ ' 18 unique CDR3 5 unique CDR3
6 unique J 4 unique J 3 unique J
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Count

Count

300 1
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100 1

IGHV3-21*01

472 sequences assigned

360 (76.3%) exact matches, in which:
359 unique CDR3

6 unique J

0 5 10
Nucleotide Difference

IGHV3-30-3*01

381 sequences assigned

285 (74.8%) exact matches, in which:
284 unique CDR3

6 unique J

0_ J—
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30 1

201
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0 5 10
Nucleotide Difference

15

IGHV3-30-3*01_A152G

52 sequences assigned

40 (76.9%) exact matches, in which:
40 unique CDR3

4 unique J

0 2 4 6
Nucleotide Difference

IGHV3-33*01

298 sequences assigned
202 (67.8%) exact matches, in which:
202 unique CDR3

5 unique J
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Count

Nucleotide Difference

IGHV3-43*01

10 sequences assigned

7 (70%) exact matches, in which:
7 unique CDR3

4 unique J

40 1

201
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0 2 4 6
Nucleotide Difference

IGHV3-43*02

68 sequences assigned

56 (82.4%) exact matches, in which:
56 unique CDR3

4 unique J
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Nucleotide Difference
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Count

Count

Count

60 1

100 1
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50 1
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IGHV3-48*01

85 sequences assigned

66 (77.6%) exact matches, in which:
66 unique CDR3

6 unique J

0 2 4
Nucleotide Difference

IGHV3-48*03

148 sequences assigned

103 (69.6%) exact matches, in which:
103 unique CDR3

6 unique J

0 2 4 6
Nucleotide Difference

IGHV3-49*03

44 sequences assigned

29 (65.9%) exact matches, in which:
29 unique CDR3

4 unique J

0 1 2
Nucleotide Difference



30 1

Count

10

40 1

30 1

Count
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20

IGHV3-49*04

50 sequences assigned
34 (68%) exact matches, in which:
34 unique CDR3

4 unique J
J -
0 5 10
Nucleotide Difference
IGHV3-53*01
60 sequences assigned
45 (75%) exact matches, in which:
45 unique CDR3
5 unique J
0 2 4
Nucleotide Difference
IGHV3-53*04
22 sequences assigned
18 (81.8%) exact matches, in which:
18 unique CDR3
6 unique J
[

0 1 2 3 4
Nucleotide Difference

Count

Count

Count

201

101

IGHV3-64*01

30 sequences assigned

27 (90%) exact matches, in which:
26 unique CDR3

4 unique J

I_—
0 1 2

Nucleotide Difference

IGHV3-66*01

86 sequences assigned

58 (67.4%) exact matches, in which:
58 unique CDR3

6 unique J

0 1 2
Nucleotide Difference

IGHV3-66*02

66 sequences assigned

46 (69.7%) exact matches, in which:
46 unique CDR3

5 unique J

0 1 2
Nucleotide Difference

Count

Count

0.00 1

IGHV3-69-1*02

1 sequences assigned

1 (100%) exact matches, in which:
1 unique CDR3

1 unique J
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Nucleotide Difference

IGHV3-72*01

13 sequences assigned
10 (76.9%) exact matches, in which:
10 unique CDR3

2 unique J
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0 1 2
Nucleotide Difference
IGHV3-73*01
43 sequences assigned
30 (69.8%) exact matches, in which:
30 unique CDR3
3 unique J
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Count

Count

IGHV3-74*01

60 sequences assigned

50 (83.3%) exact matches, in which:
50 unique CDR3

5 unique J
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Nucleotide Difference

IGHV3-64D*06

71 sequences assigned

60 (84.5%) exact matches, in which:
60 unique CDR3

6 unique J
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0 5 10 15
Nucleotide Difference

IGHV4-4*02

99 sequences assigned

80 (80.8%) exact matches, in which:
80 unique CDR3

6 unique J

80 1

0 1 2 3
Nucleotide Difference

Count

Count

IGHV4-28*03

1 sequences assigned

1 (100%) exact matches, in which:
1 unique CDR3

1 unique J

0.00 1
-0.50 -0.25 0.00 0.25
Nucleotide Difference

0.50

IGHV4-30-2*01

58 sequences assigned
41 (70.7%) exact matches, in which:
41 unique CDR3

5 unique J
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Nucleotide Difference

IGHV4-30-4*01

78 sequences assigned

58 (74.4%) exact matches, in which:
58 unique CDR3

4 unique J

0 1 2 3
Nucleotide Difference

IGHV4-31*03

113 sequences assigned

79 (69.9%) exact matches, in which:
79 unique CDR3

6 unique J

80 1

0 2 4
Nucleotide Difference

IGHV4-34*01

376 sequences assigned
330 (87.8%) exact matches, in which:
329 unique CDR3

5 unique J
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IGHV4-38-2*02

2 sequences assigned

1 (50%) exact matches, in which:
1 unique CDR3

1 unique J
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IGHV4-39*01 IGHV4-61*02 IGHV5-51*03

330 sequences assigned 147 sequences assigned 53 sequences assigned -
265 (80.3%) exact matches, in which: 99 (67.3%) exact matches, in which: 43 (81.1%) exact matches, in which:
263 unique CDR3 99 unique CDR3 43 unique CDR3
6 unique J 6 unique J S unique J
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IGHV4-59*01 IGHV5-10-1*03 IGHV6-1*01
i 84 sequences assigned 54 sequences assigned
igg ?gfi%/g)cgiaistsri?:tiﬂes in which: 75 (89.3%) exact matches, in which: 47 (87%) exact matches, in which:
129 unidue CDR3 ' ’ 74 unique CDR3 47 unique CDR3
5 unique J 6 unique J 5 unique J
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IGHV4-59*08 IGHV5-51*01 IGHV7-4-1*02
91 sequences assigned 119 sequences assigned 54 sequences assigned
77 (84.6%) exact matches, in which: 93 (78.2%) exact matches, in which: 42 (77.8%) exact matches, in which:
77 unique CDR3 93 unique CDR3 42 unique CDR3
6 unique J 5 unique J 6 unique J
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Allele Usage
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Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.

Warning - no inferred sequences found.



