Count

Count

400 1

Count

200 1

100 1

300 1

Gene IGHV4-4*02_A106G

200 A

100 1

315 320
G C G A G A G A

Position

Gene IGHV4-61*02_A234G

400 1

300 1

200 1

100 1

315 320
G C€C G A G A G A

Position

Gene IGHV5-51*01_C45G
5001

315 320
G C€C G A G A C A

Position

- ® 0O >

- ® 0O >

- ® 0O >



Gene IGHV4-4*02_A106G

Position

Gene IGHV4-61*02_A234G

Position

Gene IGHV5-51*01_C45G

Position

zZ 41 o O >

zZ 41 o O >

zZ 41 o O >




Count

Count

Count

IGHV4-4*02_A106G- Final 3 nucleotides as a triplet

60

| II||
0-.-_-_-__----.-_-__ll-___..lll .____._..l-l

> » > xz =2 x> = X
133388883 ¢5

Triplet
IGHV4-61*02_A234G- Final 3 nucleotides as a triplet

3

111
101
AvVL
YVL
OVL
VoL
991
110
V1O
100
200
3jele]
1vD
jo)vje}
13)v/e]
090
VOO
990
19V
o9V
YoV
3l
119
VLD
109
909
1vo
VO
Yvo
oVO
199
099
VOO
999

150

50

4 4 4 4 4 4 4 4 4 4 4 4 4 0 0 0 0 0 0 0o 0 o0 X» =2 = = > » > 2> > > > > 0 60 0 0 0 0 0 0 60 0
> > 9 9 9 4
13338288£2393¢3938882888%353238882558385282823328%22288283%
Triplet
IGHV5-51*01_C45G- Final 3 nucleotides as a triplet
100
| I |
Zz2 4 4 4 4 44 dd 4000000000000 X3 222> >» » » 2 > 2> 2> 2> 2> 2> 2> 0 0000060 00006000 6
> > > 9 4 4 4
£335¢98%828833788888¢88¢8833738888888538¢8833388885882388¢°3%
3
g
@

Triplet



Count

Count

IGHV1-2*02

471 sequences assigned

402 (85.4%) exact matches, in which:
400 unique CDR3

6 unique J

0 5 10 15
Nucleotide Difference

IGHV1-2*06

387 sequences assigned
337 (87.1%) exact matches, in which:
335 unique CDR3

6 unique J
300 1
200 1
100 A
0 S .
0 5 10
Nucleotide Difference
IGHV1-3*01
145 sequences assigned
127 (87.6%) exact matches, in which:
127 unique CDR3
6 unique J
100 A
50 1
0 — -
0 3 6 9 12

Nucleotide Difference

IGHV1-8*01

516 sequences assigned
465 (90.1%) exact matches, in which:
456 uniqgue CDR3

6 unique J
400 1
300 -
)
c
3
© 200 -
100 A
0 - J— N
0 5 10
Nucleotide Difference
IGHV1-18*01
671 sequences assigned
578 (86.1%) exact matches, in which:
568 unique CDR3
6 unique J
600 1
400 A
)
[
>
(@]
O
200 1
0 -
0.0 2.5 5.0 75 10.0
Nucleotide Difference
IGHV1-24*01
301 sequences assigned
276 (91.7%) exact matches, in which:
270 unique CDR3
6 unique J
200 1
)
[
>
(@]
O
100 1
0 - —_—
0.0 2.5 5.0 75 10.0

Nucleotide Difference

Count

Count

Count

2.0

1.54

0.51

0.0 1

200 1

100 1

401

30 1

20

10

IGHV1-45*02

4 sequences assigned

2 (50%) exact matches, in which:
2 unique CDR3

2 unique J

00 05 10 15

Nucleotide Difference

05

IGHV1-46*03

313 sequences assigned

264 (84.3%) exact matches, in which:
259 unique CDR3

6 unique J

L —

00 25 50 75
Nucleotide Difference

10.

IGHV1-58*02

46 sequences assigned

39 (84.8%) exact matches, in which:
39 unique CDR3

5 unique J

0.0

25 50 75 100
Nucleotide Difference



Count

Count

300

200

100

0.00

100 1

751

50 1

254

IGHV1-69*04

416 sequences assigned

375 (90.1%) exact matches, in which:
364 unique CDR3

6 unique J

0 2 4 6
Nucleotide Difference

IGHV1-NL1*01

1 sequences assigned
No exact matches.

275 300 3.25
Nucleotide Difference

250

IGHV2-5*01

108 sequences assigned

100 (92.6%) exact matches, in which:
98 unique CDR3

5 unique J

3.50

0 2 4 6
Nucleotide Difference

Count

IGHV2-5*02

282 sequences assigned

245 (86.9%) exact matches, in which:
243 unique CDR3

6 unique J

0 2 4 6
Nucleotide Difference

IGHV2-26*01

192 sequences assigned
165 (85.9%) exact matches, in which:
163 unique CDR3

6 unique J
150 1
100 1
50 1
0 - —_—
0.0 2.5 5.0 75 10.0

Nucleotide Difference

IGHV2-70*01

53 sequences assigned

49 (92.5%) exact matches, in which:
49 unique CDR3

5 unique J

0 1 2
Nucleotide Difference

Count

Count

60 -

201

1250

1000 1

750 1

500 1

250 1

IGHV2-70*15

77 sequences assigned

65 (84.4%) exact matches, in which:
65 unique CDR3

5 unique J

e

0 3 6 9
Nucleotide Difference

IGHV3-7*01

531 sequences assigned

428 (80.6%) exact matches, in which:
422 unique CDR3

5 unique J

12

0 5 10 15
Nucleotide Difference

IGHV3-9*01

1496 sequences assigned

20

1223 (81.8%) exact matches, in which:

1191 unigque CDR3
6 unique J

0 5 10 15
Nucleotide Difference



IGHV3-11*01

618 sequences assigned
489 (79.1%) exact matches, in which:
478 uniqgue CDR3

6 unique J
500 1
400 A
+— 300
c
>
(@]
O 200+
100 1
0 -
0 4 8 12
Nucleotide Difference
IGHV3-13*01
151 sequences assigned
130 (86.1%) exact matches, in which:
127 unique CDR3
5 unique J
100
)
[
>
(@]
O 50
0 e
0.0 2.5 5.0 7.5 10.(
Nucleotide Difference
IGHV3-15*01
475 sequences assigned
400 (84.2%) exact matches, in which:
395 unique CDR3
5 unique J
400 A
300 -
)
5
3 200+
O
100 A
0 -
0.0 2.5 5.0 7.5

Nucleotide Difference

Count

Count

Count

IGHV3-20*01

83 sequences assigned

53 (63.9%) exact matches, in which:
51 unique CDR3

5 unique J

40

201

0 4 8
Nucleotide Difference

IGHV3-21*01

1360 sequences assigned

1144 (84.1%) exact matches, in which:
1130 unique CDR3

6 unique J

1200 A

900 1

600 1

300 A

0 5 10 15
Nucleotide Difference

IGHV3-23*04

856 sequences assigned

690 (80.6%) exact matches, in which:
685 unique CDR3

6 unique J

600 -

400 1

200 A

0 5 10
Nucleotide Difference

IGHV3-30-3*01

1195 sequences assigned
961 (80.4%) exact matches, in which:
944 unique CDR3

6 unique J

1000 1

750 A
)
c

3> 5001
o
@)

2501

o -

0 4 8 12

Count

Nucleotide Difference

IGHV3-33*01

1330 sequences assigned
1047 (78.7%) exact matches, in which:
1014 unique CDR3

6 unique J
1000 -
750 -
500 -
250 -
o -
0 5 10 15 20
Nucleotide Difference
IGHV3-35*01

2 sequences assigned

1 (50%) exact matches, in which:
1 unique CDR3

1 unique J

05 10 15

0.0
Nucleotide Difference



IGHV3-43*01

56 sequences assigned
46 (82.1%) exact matches, in which:
45 unique CDR3

4 unique J
40 4
30 1
)
c
3
O 204
104
0 - I I
0.0 2.5 5.0 7.5 10.(
Nucleotide Difference
IGHV3-48*01
478 sequences assigned
402 (84.1%) exact matches, in which:
391 unique CDR3
6 unique J
400 A
300 -
)
5
o 200'
O
100 1
0 - N
0 5 10 15
Nucleotide Difference
IGHV3-49*03
223 sequences assigned
179 (80.3%) exact matches, in which:
175 unique CDR3
6 unique J
150 1
=
5 100 1
(@]
O

50 -

0 2 4 6
Nucleotide Difference

IGHV3-53*02

85 sequences assigned
74 (87.1%) exact matches, in which:
73 unique CDR3

5 unique J
60 -
E 0.
(@]
@)
20 -
0 n —
0 5 10 15
Nucleotide Difference
IGHV3-64*01

39 sequences assigned

33 (84.6%) exact matches, in which:
33 unique CDR3

6 unique J

Count

0 1 2 3
Nucleotide Difference

IGHV3-66*01

251 sequences assigned
209 (83.3%) exact matches, in which:
202 unique CDR3

6 unique J

200 -

150 1
)
5
O 100 1
O

50 1

0 - — JR—
0 5 10

Nucleotide Difference

Count

Count

Count

40 1

201

40 1

IGHV3-72*01

26 sequences assigned

21 (80.8%) exact matches, in which:
21 unique CDR3

4 unique J

0 1 2
Nucleotide Difference

IGHV3-73*01

70 sequences assigned

56 (80%) exact matches, in which:
56 unique CDR3

6 unique J

0 2 4 6
Nucleotide Difference

IGHV3-73*02

48 sequences assigned

42 (87.5%) exact matches, in which:
41 unique CDR3

4 unique J

0 1 2 3
Nucleotide Difference



IGHV3-74*01

185 sequences assigned
159 (85.9%) exact matches, in which:
155 unique CDR3

IGHV4-4*02_A106G

294 sequences assigned
253 (86.1%) exact matches, in which:
243 unique CDR3

6 unique J 6 unique J
1501 250 -
200 1
= 1007 = 150-
> >
@] @]
50 1
501
01 0- -
0.0 2.5 5.0 7.5 10.0 0 5 10 15
Nucleotide Difference Nucleotide Difference
—0Q%
. 1 sequences assigned
1 sequences assigned ) _—
No exact matches. i &h?g;/;)géal\?c; matches, in which:
1 unique J
1.001 1.00+
0-757 0.75-
c -
S | [
5 0-50 3 0.501
O O
0-251 0.25
0-001 0.00
13.50 13.75 14.00 14.25 14.50 _0150 _0f25 O.bO 0_'25 O.;50
Nucleotide Difference Nucleotide Difference
IGHV4-4*07 IGHV4-28*04
167 sequences assigned _ ) 1 .
137 (82%) exact matches, in which: sequences assigned
135 unique CDR3 No exact matches.
6 unique J
1.00 4
100 - 0.75 A
= =
5 2 0.501
S O
501
0.25 A
04 _ 0.00 ~
(') é 1'0 050 0.75 1.00 1.25 150

Nucleotide Difference

Nucleotide Difference

IGHV4-30-4*01

162 sequences assigned
130 (80.2%) exact matches, in which:
129 unique CDR3

5 unique J
100 1
)
c
>
(@]
O 50
0 - -_— . J—
0 5 10 15
Nucleotide Difference
IGHV4-30-2*01
179 sequences assigned
159 (88.8%) exact matches, in which:
158 unique CDR3
6 unique J
150 1
+« 1004
[
>
(@]
O
50 1
0 - — J—
0 5 10
Nucleotide Difference
IGHV4-31*03
838 sequences assigned
718 (85.7%) exact matches, in which:
700 unique CDR3
6 unique J
600 -
=
5 400 1
(@]
O
200 1
0 - —— —_—
0 5 10

Nucleotide Difference



Count

Count

Count

IGHV4-34*01

1108 sequences assigned

956 (86.3%) exact matches, in which:
929 unique CDR3

6 unique J

1000 1

750 1

500 1

250 1

o_ — —

0 5 10 15
Nucleotide Difference

IGHV4-39*01

1370 sequences assigned

1181 (86.2%) exact matches, in which:
1146 unigue CDR3

6 unique J

1200 1
900 1
600 -

300 1

0 5 10 15
Nucleotide Difference

IGHV4-59*01

671 sequences assigned

569 (84.8%) exact matches, in which:
562 unique CDR3

6 unique J

400 A

200 1

0 3 6 9
Nucleotide Difference

IGHV4-59*08

298 sequences assigned
243 (81.5%) exact matches, in which:
237 unique CDR3

6 unique J
250 A
200 1
+— 150
c
>
(@]
O 1001
50 1
0 —_—
0 5 10
Nucleotide Difference
IGHV4-61*02_A234G
476 sequences assigned
395 (83%) exact matches, in which:
390 unique CDR3
6 unique J
400 A
300 1
5
3 2001
O
100 1
0 - N N
0 5 10 15
Nucleotide Difference
IGHV5-51*01 C45G
514 sequences assigned
428 (83.3%) exact matches, in which:
415 unique CDR3
6 unique J
400 A
300 1
=
8 200 1
O
100
0 -
0.0 2.5 5.0 7.5 10.0

Nucleotide Difference

IGHV6-1*01

176 sequences assigned

151 (85.8%) exact matches, in which:
148 unique CDR3

6 unique J

150 1

100 1

Count

50 -

——

00 25 50 7.5 10.0

Nucleotide Difference

IGHV/7-4-1*02

241 sequences assigned

205 (85.1%) exact matches, in which:
200 unique CDR3

6 unique J

00 25 50 7.5 10.0

Nucleotide Difference



Allele Usage

01
02

- IGHJ6

- IGHJ5

- IGHJ4

- IGHJ3

- IGHJ2

- IGHJ1

100 1

751

50

% SI_IIV

251

0

Gene



Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.
Warning - no inferred sequences found.

Warning - no inferred sequences found.



