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IGHV2-70*01_S6619- Final 3 nucleotides as a triplet

50

40

30

Count

[N
o

0

143927333332 3888838823883883%255555222882838¢2¢932803
> o 40 » 0> 6P o 40 F 0 40 PS40 4T T A TS0 Hd0 0 90060 T 0098 06

aploajoNU-UoN

Triplet
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IGHV4-61*01_S7407- Final 3 nucleotides as a triplet
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IGHV1-2*04

3517 sequences assigned
1206 (34.3%) exact matches, in which:
347 unique CDR3

7 unique J
1250 1
1000 1
= 7501
c
>
o
O 500+
250 1
o -
0 5 10 15 20
Nucleotide Difference
IGHV1-2*06
8297 sequences assigned
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IGHV1-58*01

1605 sequences assigned

459 (28.6%) exact matches, in which:
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15320 sequences assigned

3583 (23.4%) exact matches, in which:
1004 unique CDR3

7 unique J

3000 1

0 5

10 15 20
Nucleotide Difference

IGHV3-9*01_S3669

9815 sequences assigned

2310 (23.5%) exact matches, in which:
545 unique CDR3

7 unique J

2000 1
1500 1
1000 1

500 1

0 5 10 15 20
Nucleotide Difference

IGHV3-11*01

6894 sequences assigned

1735 (25.2%) exact matches, in which:
420 unique CDR3

7 unique J

1500 1
1000 1

500 1

0 5 10 15 20
Nucleotide Difference

Count

Count

Count

IGHV3-11*06

7906 sequences assigned

2203 (27.9%) exact matches, in which:
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9856 sequences assigned
2795 (28.4%) exact matches, in which:
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4276 sequences assigned
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82 unique CDR3

6 unique J

200 1

Count

0 5 10 15 20
Nucleotide Difference

IGHV3-49*05

419 sequences assigned
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IGHV3-64*01_S8750

731 sequences assigned

194 (26.5%) exact matches, in which:
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839 sequences assigned

55 (6.6%) exact matches, in which:
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2559 sequences assigned

636 (24.9%) exact matches, in which:
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IGHV3-72*01

662 sequences assigned

62 (9.4%) exact matches, in which:
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Sequence Count by IGHJ6 allele usage
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