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IGHV1-69*08_C191T- Final 3 nucleotides as a triplet

200

Count

100

Count

Count

24444444 4dddd 444 40000000000000000Z22X22>X>»22>2> >2>22>22>2000000000000000
S 44 d 4000022200004 4d440000 > > > —!—i—!—inonoii;goooo—c—q—c > > 2> >
2900938260 706>008%693%0382336269888 7070385338333 8833a5988335382598¢838
2

[}

@

S

e

[

Triplet
IGHV3-13*01_G290A_T300C- Final 3 nucleotides as a triplet
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IGHV3-43D*04_G4A- Final 3 nucleotides as a triplet
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IGHV4-38-2*02_A70G- Final 3 nucleotides as a triplet
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319 sequences assigned

256 (80.3%) exact matches, in which:
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96 sequences assigned
85 (88.5%) exact matches, in which:
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IGHV2-5*02

512 sequences assigned
445 (86.9%) exact matches, in which:
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173 sequences assigned

153 (88.4%) exact matches, in which:
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53 sequences assigned
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1834 sequences assigned
1500 (81.8%) exact matches, in which:
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1429 sequences assigned
1139 (79.7%) exact matches, in which:
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1944 sequences assigned
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2675 sequences assigned
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IGHV3-43*01

98 sequences assigned

82 (83.7%) exact matches, in which:
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488 (81.2%) exact matches, in which:
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IGHV3-49*04

412 sequences assigned

346 (84%) exact matches, in which:
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405 sequences assigned

352 (86.9%) exact matches, in which:
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1 sequences assigned

1 (100%) exact matches, in which:
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699 sequences assigned
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284 sequences assigned

241 (84.9%) exact matches, in which:
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1009 (86.3%) exact matches, in which:
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2886 sequences assigned
2485 (86.1%) exact matches, in which:
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IGHV6-1*01
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Sequence Count by IGHJ6 allele usage
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