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TRBV10-3*03_313GCCATCAGTGAGTC326- Final 3 nucleotides as a triplet
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TRBV14*02_322CAAGA326- Final 3 nucleotides as a triplet
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TRBV5-5*02_322TTGG325- Final 3 nucleotides as a triplet
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TRBV6-6*01_G264A- Final 3 nucleotides as a triplet
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TRBV7-7*01_C315T- Final 3 nucleotides as a triplet
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