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TRBV12-5*01_C28G_T140A- Final 3 nucleotides as a triplet
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TRBV7-7*01_C315T- Final 3 nucleotides as a triplet
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TRBV20-1*01

2555 sequences assigned

1821 (71.3%) exact matches, in which:
1744 unique CDR3
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TRBV10-1*01

416 sequences assigned

191 (45.9%) exact matches, in which:
109 unique CDR3

12 unique J
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1789 sequences assigned

1293 (72.3%) exact matches, in which:
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108 (74.5%) exact matches, in which:
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TRBV21-1*01

198 sequences assigned

161 (81.3%) exact matches, in which:
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150 1

100 1

Count

50 1

0 2 4
Nucleotide Difference

TRBV21-1*02

146 sequences assigned

122 (83.6%) exact matches, in which:
120 unique CDR3

13 unique J

1251
100 1
751
50 1

254

0 1 2 3
Nucleotide Difference

TRBV11-2*01

831 sequences assigned

618 (74.4%) exact matches, in which:
600 unique CDR3

14 unique J

600 1

400 1

200 1

Nucleotide Difference

TRBV11-3*01

144 sequences assigned

114 (79.2%) exact matches, in which:
113 unique CDR3

13 unique J

Count

0 1 2 3
Nucleotide Difference

TRBV12-1*01

8 sequences assigned

1 (12.5%) exact matches, in which:
1 unique CDR3

1 unique J

Count

0 1 2
Nucleotide Difference

TRBV12-2*01

23 sequences assigned

17 (73.9%) exact matches, in which:
16 unique CDR3

10 unique J

00 05 10 15

Nucleotide Difference

Count

TRBV12-3*01

1645 sequences assigned
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TRBV29-1*01

3364 sequences assigned

2341 (69.6%) exact matches, in which:
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Sequence Count by TRBJ1-6 allele usage
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