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- Final 3 nucleotides as a triplet

TRBV10-3*03_313GCCATCAGTGAGTC326
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- Final 3 nucleotides as a triplet
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- Final 3 nucleotides as a triplet
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TRBV5-5*02_322TTGG325- Final 3 nucleotides as a triplet
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TRBV20-1*01

5139 sequences assigned

3661 (71.2%) exact matches, in which:
3495 unique CDR3
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236 sequences assigned

171 (72.5%) exact matches, in which:
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46 sequences assigned
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241 sequences assigned

170 (70.5%) exact matches, in which:
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710 sequences assigned
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TRBV14*01

517 sequences assigned

410 (79.3%) exact matches, in which:
395 unique CDR3
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1065 sequences assigned
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677 sequences assigned
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817 sequences assigned

609 (74.5%) exact matches, in which:
549 unique CDR3

13 unique J

600 A

400 1

200 1

0 1 2
Nucleotide Difference

TRBV2*01

3284 sequences assigned

2257 (68.7%) exact matches, in which:
1910 unique CDR3

14 unique J

2000 1
1500 1
1000 1

500 1

00 25 50 75 10.

Nucleotide Difference



TRBV27*01

3020 sequences assigned
2281 (75.5%) exact matches, in which:
2141 unique CDR3

14 unique J
2000 1
1500 1
)
c
3
O 1000
500 1
o -
0.0 25 50 75 10.0
Nucleotide Difference
TRBV28*01
4143 sequences assigned
2683 (64.8%) exact matches, in which:
2215 unique CDR3
14 unique J
2000 1
)
c
>
o
© 1000+
o -
0 5 10 15 20
Nucleotide Difference
TRBV30*01
778 sequences assigned
444 (57.1%) exact matches, in which:
401 unique CDR3
13 unique J
400 A
300 1
)
c
3
O 2001
100 1
0 -

0 1 2 3
Nucleotide Difference

Count

TRBV30*02

599 sequences assigned

343 (57.3%) exact matches, in which:

326 unique CDR3

13 unique J
300 -
£ 200+
>
(@]
O
100 -
0-
0 1 2 3
Nucleotide Difference
TRBV9*01

1401 sequences assigned

869 (62%) exact matches, in which:
726 unique CDR3

14 unique J

0 1 2 3 4
Nucleotide Difference

TRBV9*02

762 sequences assigned

539 (70.7%) exact matches, in which:
508 unique CDR3

13 unique J

400 1

200 1

0 1 2 3 4
Nucleotide Difference

Count

TRBV11-1*01

233 sequences assigned

161 (69.1%) exact matches, in which:
151 unique CDR3

12 unique J

150 1

0 1 2 3
Nucleotide Difference

TRBV21-1*01

781 sequences assigned
649 (83.1%) exact matches, in which:
626 unique CDR3

14 unique J
600 1
400 A
200 1
0 -
0 5 10 15 20

Nucleotide Difference

TRBV11-2*01

590 sequences assigned

417 (70.7%) exact matches, in which:
388 unique CDR3

14 unique J

0 1 2 3 4
Nucleotide Difference



TRBV11-2*03
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Allele Usage
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