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13 unique J
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320 sequences assigned
246 (76.9%) exact matches, in which:
240 unique CDR3
14 unique J
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889 sequences assigned
651 (73.2%) exact matches, in which:
624 unique CDR3
14 unique J
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11 sequences assigned
10 (90.9%) exact matches, in which:
10 unique CDR3
4 unique J
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80 sequences assigned
52 (65%) exact matches, in which:
52 unique CDR3
12 unique J
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1978 sequences assigned
1469 (74.3%) exact matches, in which:
1354 unique CDR3
14 unique J
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141 sequences assigned
105 (74.5%) exact matches, in which:
100 unique CDR3
13 unique J
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131 sequences assigned
97 (74%) exact matches, in which:
95 unique CDR3
12 unique J
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1807 sequences assigned
1350 (74.7%) exact matches, in which:
1294 unique CDR3
14 unique J
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669 sequences assigned
520 (77.7%) exact matches, in which:
492 unique CDR3
13 unique J
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2439 sequences assigned
1135 (46.5%) exact matches, in which:
647 unique CDR3
13 unique J
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14 sequences assigned
10 (71.4%) exact matches, in which:
10 unique CDR3
5 unique J
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8 sequences assigned
6 (75%) exact matches, in which:
6 unique CDR3
5 unique J
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7 sequences assigned
5 (71.4%) exact matches, in which:
5 unique CDR3
5 unique J
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8 sequences assigned
8 (100%) exact matches, in which:
8 unique CDR3
4 unique J
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2052 sequences assigned
1482 (72.2%) exact matches, in which:
1375 unique CDR3
14 unique J
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3 sequences assigned
1 (33.3%) exact matches, in which:
1 unique CDR3
1 unique J
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4499 sequences assigned
3254 (72.3%) exact matches, in which:
3011 unique CDR3
14 unique J
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732 sequences assigned
540 (73.8%) exact matches, in which:
512 unique CDR3
13 unique J
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119 sequences assigned
89 (74.8%) exact matches, in which:
87 unique CDR3
13 unique J
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29 sequences assigned
18 (62.1%) exact matches, in which:
17 unique CDR3
7 unique J
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560 sequences assigned
421 (75.2%) exact matches, in which:
391 unique CDR3
14 unique J
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75 sequences assigned
59 (78.7%) exact matches, in which:
57 unique CDR3
12 unique J
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84 sequences assigned
65 (77.4%) exact matches, in which:
63 unique CDR3
10 unique J
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1273 sequences assigned
940 (73.8%) exact matches, in which:
851 unique CDR3
14 unique J
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4782 sequences assigned
3441 (72%) exact matches, in which:
3192 unique CDR3
14 unique J
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3732 sequences assigned
2632 (70.5%) exact matches, in which:
2374 unique CDR3
14 unique J
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